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<210> 1 
<211> 1978 
<212> DNA 

<213> Homo sapiens 



<400> 1 

gcgccgggag 

ccgggcccgg 

gggcggcggg 

ccagccccaa 

cggcggccgc 

cgcaccctgc 

cgccgcagcc 

ccatggccat 

tcatggaccg 

acaacctctc 

agggcagcta 

tgcggcggcg 

ggctgcacct 

aggccgacgg 

ccgagaacgg 

gcggcagcgc 

ccagcgggag 

cggattccgc 

tcagcgtgga 

tcagctccgg 

tggcgctcgg 

cctccagcgc 

gcggcgccgg 

gcgggggcca 

tgcccgacta 

gcggcggcgg 



aggcggcagc 

actcggactc 

cggcgcgggg 

ctccctggga 

ggcggccggg 

gcacgccgag 

gcagcccaag 

ccagaacgcc 

cttccccttc 

gctcaacgag 

ctggacgctg 

gcggcgcttc 

caaggagccg 

caacgcgccc 

tacgtgcccc 

cgccgcggtg 

cagccccccg 

gccgccgccg 

caacatcatg 

ccttctggcc 

cgcctactcg 

gggcagctcg 

gacctaccac 

cttgcagggc 

ctctctgcct 

cggcggcggg 



gcagccggac 

ggcggccggc 

cggcggcgag 

gtggtgccct 

ggcggctaca 

cagtacccgg 

gacatggtga 

ccggacaaga 

taccgggaca 

tgcttcgtca 

gacccggact 

aagaagaagg 

cccccgcccg 

ggtccgcagc 

tcgccgcccc 

cccaagatcg 

ggcagcctgc 

cccgcgccct 

acgtcgctgc 

tcggcggccg 

cccggccaga 

ggcggcggcg 

tgcaacctgc 

gcgcccgggg 

ccggtcacca 

ggaggccagg 



gcacagcgca 

gcggcgcggc 

cgggggccat 

acctcggcgg 

ccgccatgcc 

gcggcatggc 

agccgcccta 

agatcaccct 

acaagcaggg 

aggtgccgcg 

cctacaacat 

acgcgttgaa 

gcgccagccc 

cgccgcccgt 

agcccctgtc 

agagccccga 

cgtcggcgcg 

ccgccccgcc 

gggggtcgcc 

cgtcctcgcg 

gctccctcta 

gcggcggcgc 

aagccatgag 

gcgcgggcgg 

gcagcagctc 

aggccggcca 



gcgggccggc 

ccggcccgag 

gcaggcgcgc 

cgagcagagc 

ggcccccatg 

ccgcgcctac 

tagctacatc 

gaacggcatc 

ctggcagaac 

cgacgacaag 

gttcgagaac 

ggacaaggag 

ccgcccggcg 

gcgcatccag 

cccggccgcc 

cagcagcagc 

gccgctcagc 

gccgcaccat 

gcagagcgcg 

cgcggggatc 

cagctccccc 

gggggccgcg 

cctgtacgcg 

ctcggccgtg 

gtcgtccctg 

ccaccctgcg 



accagctcgg 60 
cgagggtggg 120 
tactccgtgt 180 
tactaccgcg 240 
agcgtgtact 3 00 
gggccctaca 360 
gcgctcatca 420 
taccagttca 480 
agcatccgcc 540 
aagccgggca 600 
ggcagcttcc 660 
gagaaggaca 720 
ccgccggagc 780 
gacatcaaga 840 
gccttgggca 900 
agcagcctgt 960 
ctggacggtg 1020 
agccagggct 1080 
gccgcggagc 1140 
gcacccccgc 1200 
tgcagccaga 1260 
gggggcgcgg 
gccggcgagc 
gacgaccccc 
agtcacggcg 1500 
gcccaccaag 1560 



1320 
1380 
1440 



-1- 



oecacctcac ctcgtggtac ctgaaceagg cgggcggaga cctgggccac ttggcgagcg 1620 
?gg?ggcggc gg=lg?g3" gcaggctacc cgggccagca .cgjjette cac ggtgc 1680 
gggagatgtt cgagtcacag aggatcggct tgaacaactc cc "«^ ^ttcatct 1800 

SSSS 2£S£ =SS= i-g 

aaaagcSa ggaaccca?c aaggcaaaat cgaaactaaa aaaaaaaaat ccaattaaaa 1920 
aaaaccc^g agaatattca ccacaccagc gaacagaata tccctccaaa aattcagc 1978 

<210> 2 
<211> 553 
<212> PRT 

<213> Homo sapiens 

Met°Gln Ala Arg Tyr Ser Val Ser Ser Pro Asn Ser Leu Gly Val Val 

Pro Tyr Leu Gly Gly Glu Gin Ser Tyr Tyr Arg Ala Ala Ala Ala Ala 

Ala Gly Gly Gly Tyr Thr Ala Met Pro Ala Pro Met Ser Val Tyr Ser 

His Pro Ala His Ala Glu Gin Tyr Pro Gly Gly Met Ala Arg Ala Tyr 

Gly Pro Tyr Thr Pro Gin Pro Gin Pro Lys Asp Met Val Lys Pro Pro 

Tyr Ser Tyr lie Ala Leu He Thr Met Ala lie Gin Asn Ala Pro Asp 

85 90 y 

Lys Lys lie Thr Leu Asn Gly He Tyr Gin Phe lie Met Asp Arg Phe 

Pro Phe Tyr Arg Asp Asn Lys Gin Gly Tr P Gin Asn Ser lie Arg His 

Asn Leu III Leu Asn Glu Cys Phe Val Lys Val Pro Arg Asp Asp Lys 

•no 135 140 

Lys Pro Gly Lys Gly Ser Tyr Trp Thr Leu Asp Pro Asp Ser Tyr Asn 

150 lbb j- u u 

Met Phe Glu Asn Gly Ser Phe Leu Arg Arg Arg Arg Arg Phe Lys Lys 

Lys Asp Ala Leu Lys Asp Lys Glu Glu Lys Asp Arg Leu His Leu Lys 

Glu Pro Pro Pro Pro Gly Ala Ser Pro Arg Pro Ala Pro Pro Glu Gin 



Ala Asp Gly Asn Ala Pro Gly Pro Gin Pro Pro Pro Val Arg He Gin 

Asp ill Lys Thr Glu Asn HI Thr Cys Pro Ser Pro Pro Gin Pro Leu 

III Pro Ala Ala Ala III Gly Ser Gly Ser Ala Ala Ala Val Pro Lys 

lie Glu Ser Pro Asp Ser Ser Ser Ser Ser Leu Ser Ser Gly Ser Ser 

260 265 
Pro Pro Gly Ser Leu Pro Ser Ala Arg Pro Leu Ser Leu Asp Gly Ala 

275 280 
Asp Ser Ala Pro Pro Pro Pro Ala Pro Ser Ala Pro Pro Pro His His 

oqn 295 300 

Ser Gin Gly Phe Ser Val Asp Asn lie Met Thr Ser Leu Arg Gly Ser 
305 310 315 



III Gin Ser Ala Ala Ala Glu Leu Ser Ser Gly Leu Leu Ala Ser Ala 

330 JJD 

Leu 

340 ~ 345 350 



Ala Ala Ser Ser Arg Ala Gly lie Ala Pro Pro Leu Ala Leu Gly Ala 
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Tyr Ser Pro Gly Gin Ser Ser Leu Tyr Ser Ser Pro Cys Ser Gin Thr 

355 360 365 

Ser Ser Ala Gly Ser Ser Gly Gly Gly Gly Gly Gly Ala Gly Ala Ala 

370 375 380 

Gly Gly Ala Gly Gly Ala Gly Thr Tyr His Cys Asn Leu Gin Ala Met 

390 395 4UU 

Ser Leu Tyr Ala Ala Gly Glu Arg Gly Gly His Leu Gin Gly Ala Pro 

405 410 415 

Gly Gly Ala Gly Gly Ser Ala Val Asp Asp Pro Leu Pro Asp Tyr Ser 

420 425 430 

Leu Pro Pro Val Thr Ser Ser Ser Ser Ser Ser Leu Ser His Gly Gly 

435 440 445 

Gly Gly Gly Gly Gly Gly Gly Gly Gin Glu Ala Gly His His Pro Ala 

450 455 460 

Ala His Gin Gly Arg Leu Thr Ser Trp Tyr Leu Asn Gin Ala Gly Gly 
465 470 475 480 

Asp Leu Gly His Leu Ala Ser Ala Ala Ala Ala Ala Ala Ala Ala Gly 

485 490 495 

Tvr Pro Gly Gin Gin Gin Asn Phe His Ser Val Arg Glu Met Phe Glu 

500 505 510 

Ser Gin Arg He Gly Leu Asn Asn Ser Pro Val Asn Gly Asn Ser Ser 

515 520 525 

Cys Gin Met Ala Phe Pro Ser Ser Gin Ser Leu Tyr Arg Thr Ser Gly 

530 535 540 

Ala Phe Val Tyr Asp Cys Ser Lys Phe 
545 550 



<210> 3 
<211> 12 
<212> DNA 

<213> Homo sapiens 

<400> 3 
agtaaataaa ca 

<210> 4 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 4 
agtaaacaaa ca 

<210> 5 
<211> 20 
<212> DNA 

<213> Homo sapiens 
<400> 5 

gcttcattcc gaatcaccag 

<210> 6 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 6 
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20 



gtcccctccc tccaactatc 

<210> 7 
<211> 13 
<212> DNA 

<213> Homo sapiens 
<400> 7 

gcccccgccg atg 

<210> 8 
<211> 13 
<212> DNA 

<213> Homo sapiens 
<400> 8 

ggcgccgccg atg 

<210> 9 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 9 
gggatatcga tg 

<210> 10 
<211> 12 
<212> DNA 

<213> Homo sapiens 

<400> 10 
gggatatgga tg 

<210> 11 
<211> 12 
<212> DNA 

<213> Homo sapiens 

<400> 11 
agtagtggta cc 



<213> Homo sapiens 

<400> 12 
agtactggta cc 



<210> 12 
<211> 12 
<212> DNA 
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